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A B S T R A C T

Epithelial ovarian cancer (EOC) accounts for about 90% of malignant ovarian tumors, and estrogen is often
implicated in disease progression. We therefore compared the potential for gating of estrogen action via
pre-receptor metabolism in normal human ovarian surface epithelium (OSE), EOC and selected EOC cell
lines (SKOV3 and PEO1). Steroid sulphatase (STS), estrogen sulfotransferase (EST), 17b-hydroxysteroid
dehydrogenases 2 (17BHSD2) and 5 (17BHSD5) mRNAs, proteins and enzymatic activities were all
detectable in primary cell cultures of OSE and EOC, whereas aromatase and 17BHSD1 expression was
negligible. qRT-PCR assay on total mRNA revealed significantly higher EST mRNA expression in OSE
compared to EOC (P < 0.05). Radioenzymatic measurements confirmed reduced sulfoconjugation
(neutralization) of free estrogen in EOC relative to OSE. OSE cells were more effective at converting free
[3H]-E1 to [3H]-E1S or [3H]-E2S, while EOC cell lines mainly converted [3H]-E1 to [3H]-E2 with minimal
formation of [3H]-E1S or [3H]-E2S. IL1a treatment suppressed EST (P < 0.01) and 17BHSD2 (P < 0.001)
mRNA levels in OSE and stimulated STS mRNA levels (P < 0.001) in cancer (SKOV3) cells. These results
show that estrogen is differentially metabolized in OSE and EOC cells, with E2 ‘activation’ from
conjugated estrogen predominating in EOC. Inflammatory cytokines may further augment the local
production of E2 by stimulating STS and suppressing EST. We conclude that local estrogen metabolism
may be a target for EOC treatment.

ã 2015 Z. Published by Elsevier Ltd. This is an open access article under the CC BY license (http://
creativecommons.org/licenses/by/4.0/).
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1. Introduction

Estrogen is implicated in the progression of ovarian cancer,
which is the most lethal of all gynecological malignancies.
Epithelial ovarian cancer accounts for about 90% of malignant
ovarian tumors [1]. Epidemiological data are suggestive that
estrogen-only hormone replacement treatment (HRT) users have a
higher risk of ovarian cancer [2,3]. In addition, anti-estrogen
intervention inhibits the growth of ovarian carcinoma in vitro and
in vivo [4,5]. Furthermore, clinical trials proved the aromatase
inhibitor letrozole to benefit a sub-group of ovarian cancer patients
[6,7].

Estrogen action in most cells is transduced by the nuclear
estrogen receptor (ER) isoforms ERa and/or ERb. Most ovarian
cancers are ER positive [8]. ERa predominates in EOC, whereas ERb
* Corresponding author. Christopher R Harlow, MRC Centre for Reproductive
Health, The University of Edinburgh, The Queen's Medical Research Institute, 47
Little France Crescent, Edinburgh, Scotland, EH16 4TJ. Tel.: +44 0 131 242 6624;
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expression is higher in normal ovarian surface epithelium (OSE)
[9]. Thus EOC is likely estrogen-responsive. Paradoxically, ovarian
cancer generally occurs in post-menopausal women when the
ovary no longer actively secretes estrogen. This raises the question:
if estrogen is involved, how is it produced?

Many tissues in the body that are incapable of de novo estrogen
biosynthesis can still generate estrogen through the hydrolysis of
sulfoconjugated steroids reaching them from blood. Free E2,
capable of activating ER signaling can be formed from circulating
E1S through the hydrolytic activity of STS and the 17-oxoreductase
activity of 17BHSD5. Conversely, the oxidative function of
17BHSD2 produces the weak estrogen E1 from E2 and EST can
sulfoconjugate E1 to further minimize estrogen action. Intracellu-
lar steroid activation through the STS pathway is involved in
estrogen-dependent epithelial cancers, such as breast and
endometrial carcinomas [10], and single nucleotide polymor-
phisms in SULT1E1 lead to increased risk of breast [11] and
endometrial [12] cancers, together with reduced survival. A study
of Jewish women predisposed to breast and ovarian cancer found a
link to a missense mutation (His224Gln) in the SULT1E1 gene [13].
Together, these observations suggest that if these mutations
e CC BY license (http://creativecommons.org/licenses/by/4.0/).
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Table 1
Sequences of primer/probe sets for qRT-PCR. Sequences of assay-on-demand primers and probes were unavailable but were pre-validated by ABI. Probe number referred to
the number of the probe in the Universal Probe Library and sequences were unavailable.

Gene Forward primer
(50-30)

Reverse primer
(50-30)

Probe (50FAM-TAMRA/MGB 30) NCBI accession or reference number

Aromatase Assay-on-demand Assay-on-demand Assay-on-demand Hs00240671_m1
STS Assay-on-demand Assay-on-demand Assay-on-demand Hs00165853_m1
EST AAGACTCATTTGCCACCTGAA GCATTCCGGCAAAGATAGAT Roche Probe library number: 4 NM_005420.2
HSD17B1 Assay-on-demand Assay-on-demand Assay-on-demand Hs00166219_m1
HSD17B2 TGTCAGCAGCATGGGAGGA GGTCACAGCCGCCTTTGAT CCCCAATGGAAAGGCTGGCATCTT NM_002153.2
HSD17B5 Assay-on-demand Assay-on-demand Assay-on-demand Hs00366267_m1
ERa TGATTGGTCTCGTCTGGCG CATGCCCTCTACACATTTTCCC TGCTCCTAACTTGCTCTTGGACAGGAACC NM_000125.3
ERb GGTCCATCGCCAGTTATCACAT GATGCGTAATCGCTGCAGACAG TGTGAAGCAAGATCGCTAGAACACACCT NM_001437.2
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affected enzyme activity, they might be candidates for cancer
promotion. Furthermore, the already substantial levels of E1S that
circulate in postmenopausal women are increased by hormone
replacement therapy (HRT) [14].

We therefore hypothesize that E2, is produced locally from
circulating E1S via the STS pathway in EOC cells. Additionally, since
inflammatory cytokines such as IL1a secreted by OSE [15] are
implicated in oncogenesis [16], they could have a role in activating
estrogen formation within ovarian tumors. Here we demonstrate
that EOC and normal OSE cells do indeed have distinct estrogen
Fig. 1. Immunolocalization of Aromatase (A, F, K, P), STS (B, G, L, Q), EST (C, H, M, R), 17
menopausal (F–J) ovaries and epithelial ovarian cancer (K–T). Expression was localized us
described in Section 2. Examples shown are representative of 3 pre-menopausal, 6 po
samples are given in Supplementary Tables 1 and 3. (K–O) Aromatase, STS, EST, 17BHS
carcinoma grade 3, (Q) STS in a mixed high grade serous and endometrioid carcinoma, (R
grade 3, (T) 17BHSD5 in mixed high grade serous and endometrioid carcinoma. Arrow in
Inserts show positive control-placenta (A) or non-immune serum controls (C, G, S, T). 
metabolizing signatures compatible with increased local genera-
tion of estrogen in ovarian cancer.

2. Materials and methods

2.1. Ovarian tissues

Non-pathalogical ovarian tissue was donated by pre-meno-
pausal patients undergoing surgery for benign gynecological
conditions (see Supplementary Tables 1 and 2 for
BHSD2 (D, I, N, S) and 17BHSD5 (E, J, O, T) proteins in pre-menopausal (A–E), post-
ing specific antibodies raised against Aromatase, STS, EST,17BHSD2 and 17BHSD5, as
st-menopausal and 7 EOC patient samples. The clinicopathalogical profiles of the
D2 and 17BHSD5 in high grade serous carcinoma, (P) Aromatase in endometrioid
) EST in endometrioid carcinoma grade 3, (S) 17BHSD2 in endometrioid carcinoma
dicates OSE cells (A–J) or epithelial-like cells (K–T). Asterisk marks stromal tissue.
Scale bars 40 mm.
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Fig. 3. Expression of ERa (A) and ERb (B) mRNA expression in OSE (n = 17) and EOC
(n = 4) by Taqman qRT-PCR. RNA was extracted from untreated cells and measured
using qRT-PCR. The level of mRNA was standardized to 18S rRNA and presented as
fold-increase relative to standard (placenta). Horizontal bars indicate median value.
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Fig. 2. Expression of STS (A), EST (B), 17BHSD2 (C) and 17BHSD5 (D) mRNAs in OSE (n = 17) and EOC (n = 9–10). RNA was extracted from untreated cells and measured using
qRT-PCR. The level of mRNA was standardized to 18S rRNA and presented as fold-increase relative to standard (placenta for STS and 17BHSD5, endometrium for EST and
17BHSD2). Horizontal bars indicate median value (*P < 0.05, **P < 0.01, Mann–Whitney test).
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clinicopathological information). None of the patients had
evidence of endometriosis, nor did the OSE show any evidence
of endometriotic lesions. Samples of ovarian cancer tissue were
donated by 12 patients with confirmed ovarian cancer
(see Supplementary Table 3 for clinicopathalogical details of
ovarian cancer patients). Paraffin-embedded (non-pathalogical
pre-menopausal, post-menopausal and cancerous) tissue from
other patients was kindly arranged by Dr. Alistair A. Williams
(Department of Pathology, University of Edinburgh). Formal
written consent was obtained from all patients and the project
approved by the Local Research Ethics Committee (COREG
reference 04/S1103/36). Previously-characterized ER positive cell
lines were SKOV3 (European Collection of Cell Cultures, Public
Health England, Salisbury, UK) and PEO1 [17].

2.2. Cell collection and culture

OSE cells were collected by gently brushing the ovarian surface
with a Tao brush (Cook Ireland Ltd., Limerick, Ireland) and rinsing
OSE cells into T75 flasks (Corning Inc., Corning, NY) with culture
medium (see below) as previously described [18,19]. Primary EOC
cells were retrieved from ovarian cancer tissues by enzymatic
dispersion [20]. In brief, tissue was minced with scalpel blades and
incubated overnight at 4 �C in 0.25% trypsin (Gibco, Life
Technologies, Paisley, Scotland), 0.004% DNAse1 (Sigma, Poole,
Dorset, UK). Trypsin was inactivated with addition of serum-
containing medium (see below) and the cells pelleted by
centrifugation (500 � g, 5 min) before resuspension in fresh
medium and culture to confluence in T75 flasks. The culture
medium was Medium 199 (Gibco):MCDB 105 (Sigma) (1:1 v/v)
containing 15% (v/v) fetal bovine serum (FBS), 50 mg/ml
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streptomycin, 50 IU/ml penicillin and 2 mmol/l L-glutamine (all
from Sigma). OSE cells were used in experiments within two
passages of culture since collection. SKOV3 and PEO1 cell lines
were maintained in T162 flasks (Corning) in the same culture
medium containing 10% (v/v) FBS.

2.3. Experimental treatments

Cells were plated into 6-well culture dishes at densities of
3 � 105 cells per well for mRNA studies or 5 �105 cells per well for
enzyme activity assays. Incubation was at 37 �C in a humidified
atmosphere of air and CO2 (95:5 v/v). Cell monolayers were
established by 24 h whereupon medium was substituted with
serum-free medium containing 0.01% bovine serum albumin
(BSA, Fraction V, Sigma) for a further 24 h. Experiments were
then started by adding 0.5 ml fresh serum-free medium. IL1a
(R & D Systems, Abingdon, UK) was used at a concentration of
0.5 ng/ml unless dose was a variable. Recombinant human
IL1 receptor antagonist (IL1RA, R & D systems) was used at
25 ng/ml. Incubation was for 48 h for mRNA expression studies or
72 h for enzymatic studies, in which case radiolabeled substrate
was also added to the medium (see below).
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Fig. 5. Aggregate estrogen metabolism profiles for OSE cells and cancer cell lines expressed as the net conversion of substrate to product (black columns). (A) EST and 17BHSD
reductase, (B) 17BHSD reductase, (C) STS, (D) STS and 17BHSD reductase. Bars indicate mean � SEM. (A) and (B) n = 3 (OSE, SKOV3 and PEO1); (C) and (D) n = 10 (OSE), n = 3
(SKOV3 and PEO1). Statistical analysis was by one-way ANOVA followed by Tukey’s post-hoc tests. (A) P < 0.001, F = 13,800, df = 2, 6. *P < 0.05, ***P < 0.001. Statistical analysis
was not performed in B–D due to undetectable activity in OSE cells.
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2.4. RNA extraction

Total RNA was extracted from washed cell monolayers using
RNeasy Mini kit (Qiagen Ltd., Crawley, W Sussex, UK) as per the
manufacturer’s protocol with on-column DNAse treatment. RNA
concentration was measured using a Nanodrop spectrophotometer
(ND-1000, Nanodrop Technologies Inc., Wilmington, DE, USA). RNA
samples with 260/280 ratio above 2.0 were used for cDNA
synthesis.

2.5. Quantitative Taqman real-time PCR analysis

Total RNA (200 ng) was reverse transcribed to cDNA using the
RT-Reagent Kit (Applied Biosystems, Warrington, UK) according to
the manufacturer’s protocol. Quantitative real-time PCR was
performed in a reaction mixture containing 2 ml of cDNA, Taqman
Universal PCR mastermix (Applied Biosystem) and specific primer/
probe sets. STS and 17BHSD5 primer/probe sets were pre-validated
(Assay-on-demand, Applied Biosystems); EST primer and probes
were designed in-house using ProbeFinder version 2.45 (Roche
Diagnostics Ltd., Burgess Hill, UK) and synthesized by Genosys
Biotechnologies (Cambridge, UK). Primer and probes for
17BHSD2 were designed in-house by Primer Express software
and manufactured by Biosource (Nivelles, Belgium). Sequences of
primer/probe sets for qRT-PCR are listed in Table 1. Probes and
primers were all validated before use. A ribosomal 18S primer/
probe set (Applied Biosystems) was also included and used as an
internal control. Target mRNA was quantified in relation to 18S
rRNA in each sample. The negative controls comprised RT-negative
(RNA reaction with no reverse transcriptase enzyme), RT-H2O
(water in place of RNA) and a Taqman reaction-negative control
(water instead of cDNA). Reactions were carried out in duplicate.
Samples were evaluated in 96-well plates using an ABI Prism
7900 Sequence Detector (Applied Biosystem).

2.6. Enzyme activity assay

Enzyme activities were determined by radioenzymatic activity
assays. The substrate was E1S or E1 (3 nM) including 150,000 cpm
[6,7-3H(N)]-E1S or [2,4,6,7-3H]-E1 (PerkinElmer, USA) in 2 ml
serum-free culture medium. Cells were incubated with or without
IL1a at 0.5 ng/ml for 72 h. The media were collected and mixed
with 10 ml dichloromethane (Fisher Scientific, Loughborough, UK)
to stop the reaction. Samples were centrifuged and the organic
phase removed and evaporated to dryness under nitrogen. The
dried steroid extract was reconstituted in 100 ml dichloromethane
with unlabeled E1 (10 mM), E2 (10 mM) and E1S (10 mM) as carrier.
Samples were applied onto silica-gel pre-coated sheets (PE, SILG;
Whatman, Maidstone, Kent, UK) and thin-layer chromatography
undertaken using chloroform:ethanol (92:8, v/v) as the mobile
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phase. Radio-labeled steroid components were identified and
quantified using a Bioscan 200 imaging detector (Lablogic Systems,
Sheffield, UK).

2.7. Immunohistochemistry

Immunohistochemistry was done on 10 mm thick paraffin-
embedded tissue sections, Standard protocols were used involving
antigen retrieval in 0.01 M citrate buffer (pH 6.0), blockade of
endogenous peroxidase and streptavidin-biotin, and a non-
immune serum blocking step. Slides were incubated overnight
at 4 �C with primary antibody (rabbit anti-human STS polyclonal
antibody (Sigma–Aldrich, HPA002904), 1:75; rabbit anti-mouse
EST polyclonal antibody [21], 1:750; rabbit anti-human
17BHSD2 polyclonal antibody [22], 1:200; mouse anti-human
17BHSD5 monoclonal antibody [23], 1:200; mouse anti-human
aromatase monoclonal antibody [24],1:50) followed by incubation
with secondary antibody (goat anti-rabbit 1:500 for STS, EST and
17BHSD2, goat anti-mouse 1:500 for 17BHSD5 and aromatase,
Dako, Cambridge, UK) at room temperature for 60 min. Strepta-
vidin horseradish peroxidase (Vector, Peterborough, UK) was used
to amplify the signal from the biotinylated secondary antibody and
specific immunostaining was visualized by 3,3-diaminobenzidine
(DAB; Dako, Cambridge, UK). Generic immunoglobulins from the
same species or green fluorescent protein (GFP, Invitrogen, Paisley,
UK) antibody raised in the same species at the same concentration
as the primary antibody were used as negative controls. Positive
controls were tissue sections from placenta for STS and 17BHSD2,
fetal kidney for EST and endometrium for 17BHSD5. Photomicro-
graphs were taken using a Provis AX70 microscope (Olympus) with
�10 and �20 objectives, and an Axiocam (Carl Zeiss) digital camera
with Axiovision image capture software (Carl Zeiss).

2.8. Statistical analysis

Statistical analysis was performed using GraphPad Prism 5
(GraphPad Software Inc., San Diego, USA). qRT-PCR data were
analyzed by the Mann–Whitney test (Fig. 2), one-way analysis of
variance (ANOVA, Fig. 5A and C), two-way ANOVA (Fig. 5B) and
Wilcoxon signed rank test (Fig. 6). Enzyme activity assay data were
analyzed by one-way ANOVA (Fig. 4). Statistical difference was
assigned at P < 0.05. All post-hoc testing subsequent to ANOVA was
by Tukey’s multiple comparisons.

3. Results

3.1. STS, EST, 17BHSD2, 17BHSD5 and aromatase protein expression

STS, EST, 17BHSD2 and 17BHSD5 were readily detected in pre-
menopausal and persists in post-menopausal ovaries and EOC
(Fig. 1). Positive immunostaining was particularly evident in the
OSE layer of normal tissues and the lining of EOC lesions.
Aromatase expression was undetectable in the OSE of normal
pre- or post-menopausal ovaries or EOC, despite strong expression
in positive control (placenta) tissue.
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Fig. 7. Regulation of STS (A), EST (B), 17BHSD2 (C) and 17BHSD5 (D) mRNAs by IL1a in OSE. Cultured OSE cells were treated with and without 0.5 ng/ml IL1a for 48 h, and total
RNA was extracted for qRT-PCR analysis. Combined results were from 13 OSE. Level of mRNA was standardized to 18S rRNA and presented as fold increase relative to standard
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3.2. STS, EST, 17BHSD1, 17BHSD2, 17BHSD5 and aromatase mRNA
expression

STS mRNA was measurable at similar levels in OSE and EOC
(Fig. 2A). EST mRNA expression was significantly higher in OSE
than EOC (Fig. 2B, P < 0.01). 17BHSD2 mRNA was expressed in all
OSE and most EOC samples. However, the median level in OSE was
slightly higher than that in EOC (Fig. 2C, P < 0.05). 17BHSD5 mRNA
was also higher in OSE than EOC (Fig. 2D, P < 0.05). 17BHSD1 and
aromatase mRNA expression were almost undetectable (less than
10,000-fold compared to placenta standard – results not shown).

3.3. Estrogen receptor (ER) mRNA expression

ERa and ERb mRNA expression were determined in OSE cells
and a subset of EOC (Fig. 3). ERa was expression was not
significantly different between OSE and EOC (Fig. 3A). ERb was
detected in half of the OSE samples and 3 out of 4 EOC samples, and
was not significantly different (Fig. 3B).

3.4. Estrogen metabolism

OSE cells did not measurably convert [3H]-E1S into free estrogen
(Fig. 4A) or convert [3H]-E1 into [3H]-E2 (Fig. 4B). However, they
efficiently conjugated [3H]-E1 to form [3H]-E1S (Fig. 4B).

In contrast two EOC cell lines readily produced free E1 and E2
from [3H]-E1S (Fig. 4C and E) and were effectively unable to
sulfoconjugate [3H]-E1. Instead, when [3H]-E1 was the substrate,
EOC cells mainly produced [3H]-E2.
Quantification of the data confirmed that OSE cells have
significantly higher estrogen sulfoconjugation potential compared
to EOC lines (Fig. 5A) and substantially lower potential to activate
E1 into E2 (Fig. 5B). On the other hand, EOC are significantly more
able than OSE to produce free E1 (Fig. 5C) and E2 (Fig. 5D).

3.5. Regulation of STS mRNA by IL1a

The effect of an inflammatory cytokine on STS mRNA level as a
proxy for steroid sulfatase activity potential was assessed in an EOC
cell line (SKOV3). Treatment with IL1a caused time- (Fig. 6A) and
dose-dependent (Fig. 6B) increases in STS mRNA which were fully
prevented by the presence of IL1 receptor antagonist (IL1RA)
(Fig. 6C, P < 0.01).

3.6. IL1a regulates estrogen-metabolizing enzyme mRNAs in OSE

Treatment of OSE cells with IL1a for 48 h did not affect STS
mRNA expression (Fig. 7A), but significantly decreased EST mRNA
(Fig. 7B, P < 0.01) and 17BHSD2 mRNA (Fig. 7C, P < 0.001).
17BHSD5 mRNA expression was not affected by IL1a treatment
(Fig. 7D).

4. Discussion

These results are suggestive that the key to estrogen generation
in EOC cells may lie in their relative ability to convert conjugated
estrogen substrates into free biologically active estrogens. Ovarian
capacity to produce estrogen through aromatisation of androgens
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subsides after the menopause when folliculogenesis ceases. Here
we show for the first time that increased ratios of STS/EST in EOC
may facilitate local active estrogen synthesis in EOC and that
inflammatory cytokines may trigger this synthesis in OSE.
Circulating E1S in post-menopausal women is around 0.4 nM
and increases to about 7 nM in women who are taking HRT [25],
indicating sufficient substrate in circulation for significant local E2
production in post-menopausal ovarian cancer patients.

Our data complement previous studies showing expression and
activity of STS in ovarian cancer cells [26,27], with evidence for a
negative correlation between sulfatase activity and progression –

free survival in patients with advanced stage epithelial ovarian
cancer [28]. We now add substantially to these observations by
comparing the expression of genes encoding pre-receptor metab-
olism and production of estrogen in normal OSE and EOC.
Importantly we find STS mRNA and protein expression in both
OSE and EOC cells, as well as in SKOV3 and PEO1 cell lines,
confirming the potential for OSE and EOC to generate free estrogen
via hydrolysis of circulating E1S. This complements evidence for
estrogen generation from sulfated forms in breast cancer tissue,
where sulfatase pathway is 50–200 times more active than
aromatase [29]. The additional presence of 17BHSD5 mRNA and
protein in both OSE and EOC cells further indicates the possibility
of E2 production from E1. The persistence of expression of STS, EST
and 17BHSD2/5 in post-menopausal ovarian OSE indicates that
enzymatic potential remains, even after cessation of follicular
activity in the ovary.

Conversely, the presence of EST and 17BHSD2 in OSE and EOC
lends potential to the deactivation free estrogen through reverse
metabolism of E2 to E1 and sulfoconjugation into E1S. Thus among
other things, the estrogen-generating potential would seem to
depend on the balance of STS/17BHSD5 versus EST/17BHSD2. We
find STS mRNA expression to be similar in OSE and EOC cells
whereas EST mRNA expression is substantially increased in OSE.
Furthermore, 17BHSD2 mRNA levels are substantially lower in OSE
compared with EOC while differences in 17BHSD5 mRNA levels are
much less. These results are also in broad agreement with a recent
microarray study on 12 samples of ovarian cancer epithelial cells
and 12 samples of normal OSE [30], in which STS and 17BHSD1 (an
alternative 17-oxoreductase to 17BHSD5) were higher, but
17BHSD2 was lower, in EOC compared with OSE. The mRNA
expression profiles in both studies imply a bias toward active
estrogen formation in EOC relative to OSE.

Whilst expression of aromatase in granulosa cells is universally
recognized, the expression in OSE is less clear. We were unable to
detect immunohistochemical localization of aromatase in single-
layered OSE. This was in contrast to positive immunostaining
reported previously [31], although the multi-layered OSE did not
resemble that observed in the present study. Furthermore,
aromatase mRNA expression in OSE was 10,000-fold lower than
placental tissue, suggesting that presence of aromatase transcripts
in these cells is negligible. Evidence for aromatase expression in
EOC and cancer cell lines is more compelling, although not
universally demonstrated in all cases or in all studies [32–35].
Interestingly, aromatase expression was noted in stromal cells, but
not carcinomatous epithelial cell nests [36]. The lack of aromatase
immunohistochemical or mRNA expression in the present study
may be a consequence of the relatively small number of samples
studied.

The potential for increased estrogen formation in EOC is verified
by our measurements of estrogen (in) activation in vitro. Thus OSE
cells tend to produce more conjugated estrogens from free
estrogen substrates whereas EOC cells more readily mobilise
estrogen from conjugated substrates. These data therefore suggest
that relative protection from biologically active estrogen in OSE is
lost in EOC.
Further mechanistic insight into the role of altered estrogen
metabolism in the etiology of EOC will require the use of suitable
transgenic EOC mouse models. Sult1e1 mRNA was observed in the
OSE of mouse ovaries, and a global sult1e1 knockout mouse had
impaired ovulation [37]. EST protein expression was downregu-
lated in older mice [38], and mouse OSE can undergo transforma-
tion in vitro and form tumors after i.p. injection into syngenic and
athymic recipients [39]. Furthermore, in a mouse model of ovarian
cancer, tumorigenesis was dependent on local estrogen production
within the tumor [40]. A definitive investigation of the protective
role of EST will likely require the use of a conditional sult1e1
knockout mouse, but this limited animal data support our
observations.

Similar ERa and ERb mRNA expression have been described
previously in OSE and EOC [41]. In contrast, Brandenberger et al.
[42] using Northern analysis, and Bardin et al. [43] using qRT-PCR
found lower levels of ERb mRNA in EOC compared with OSE, that
was not mirrored in the present study. Although there remains
debate as to which ER type is more important in estrogen action in
EOC, our data support a role of ER-mediated action of locally
produced estrogen in both normal OSE and EOC.

Our data also indicate that the machinery for producing active
estrogen from inactive conjugated estrogens in OSE is susceptible
to inflammatory stimulation in normal and cancer cells, demon-
strating a potential mechanism of tumor progression in EOC.

In OSE cells, treatment with IL1a had no effect on STS and
17BHSD5 mRNA levels while it decreased in ESTand 17BHSD2 mRNA
expression in response to IL1a. This implies a net stimulatory effect
of IL1a on the potential for active estrogen formation by OSE.
Conversely, IL1a markedly increased STS expression - hence
potential - for production of E1 in SKOV3 cell line. The SKOV3 data
suggests an inflammatory basis for aggravation of EOC via local
hydrolysis of E1S. There is evidence for induction of STS activity by
other inflammatory cytokines (IL6 and TNFa) in breast cancer via a
post-translational modification of the enzyme or by increasing
substrate availability [44]. It remains to be determined whether
TNFa and IL6 increase STS activity in ovarian cancer cells. IL1b
suppressed STSmRNA and activity in endometrial stromal cells [45],
although this may reflect tissue specific different cytokine actions
on epithelial and stromal cells.

The finding that the STS pathway could contribute to the
progression of estrogen-dependent ovarian cancer highlights the
potential importance of STS as a therapeutic target in the
treatment of gynecologic cancer. Recent evidence points to
successful use of an STS inhibitor in other cancers. In a
hormone-dependent endometrial xenograft model using ovariec-
tomized mice, the STS inhibitor STX64 reduced tumor growth by
48% [46]. A phase 1 study of STX64 in breast cancer patients
showed good tolerance, inhibition of STS activity in tumor tissues
and a significant decrease in circulating estrogenic steroid
concentration [25]. STS activity was blocked by STX64 in the
ovarian cancer cell line OVCAR-3 [47]. Collectively, these data
emphasize the therapeutic potential that STS inhibition might hold
for the treatment of ovarian cancer. Conversely, EST might be
augmented to the same end.

In conclusion, we present novel evidence that estrogen
intracrinology differs substantially in OSE and EOC cells. Our
study suggests a mechanism through which E2 formation could be
suppressed in OSE and augmented in EOC through differential
metabolism of free and conjugated estrogen substrates, mediated
by binding to ER. Their metabolic profiles imply reduced
sulfoconjugation and inactivation of estrogen in EOC through
reduced STS and/or enhanced EST activities. Inflammatory
cytokines potentially exacerbate these differences. Further studies
are required to fully understand the mechanisms involved.
Targeted STS inhibition and/or EST augmentation present
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strategies for manipulating steroid-responsive cancer cell growth
in vitro and in vivo, and may ultimately lead to the development of
more effective treatments for ovarian cancer.

Conflict of interest

The authors declare that there is no conflict of interest that
could be prejudicial to the impartiality of the research reported.

Funding

This work was supported by the Medical Research Council
(grant numbers G0500047 and G0900550).

Author contributions

X. Ren, X. Wu, and S. Sarvi conducted the experiments. X. Ren, S.
G. Hillier and C.R. Harlow wrote the manuscript. K.S. Fegan and H.
O.D. Critchley collected the clinical samples. J.I. Mason provided
valuable editorial commentary.

Acknowledgements

We would like to acknowledge the technical assistance
provided by Ms. Deborah Price, Dr. Forbes Howie, Ms. Sheila
Macpherson and Mr Garry Menzies and assistance with patient
recruitment and consent for tissue collection given by clinical
research nurses, Catherine Murray and Sharon McPherson. We also
acknowledge Dr. Alistair Williams for facilitating provision of
archived ovarian tissues, and Dr. Simon Langdon for providing the
PEO1 cell line. We thank the following for generously providing
antibodies: Dr. Wen-Chau Song, University of Pennsylvania, USA
(EST antibody), Dr. Yves Tremblay, Laval University, Quebec,
Canada (17BHSD2 antibody) and Dr. Trevor Penning, University
of Pennsylvania, USA (17BHSD5 antibody) and Prof. William Miller,
University of Edinburgh (Aromatase antibody).

Appendix A. Supplementary data

Supplementary data associated with this article can be found, in
the online version, at http://dx.doi.org/10.1016/j.
jsbmb.2015.03.010.

References

[1] R.T. Greenlee, T. Murray, S. Bolden, P.A. Wingo, Cancer statistics, 2000, CA
Cancer J. Clin. 50 (1) (2000) 7–33.

[2] L.S. Morch, E. Lokkegaard, A.H. Andreasen, S. Kruger-Kjaer, O. Lidegaard,
Hormone therapy and ovarian cancer, JAMA 302 (3) (2009) 298–305.

[3] J.V. Lacey Jr., P.J. Mink, J.H. Lubin, M.E. Sherman, R. Troisi, P. Hartge, A.
Schatzkin, C. Schairer, Menopausal hormone replacement therapy and risk of
ovarian cancer, JAMA 288 (3) (2002) 334–341.

[4] S.P. Langdon, A.J. Crew, A.A. Ritchie, M. Muir, A. Wakeling, J.F. Smyth, W.R.
Miller, Growth inhibition of oestrogen receptor-positive human ovarian
carcinoma by anti-oestrogens in vitro and in a xenograft model, Eur. J. Cancer
30A (5) (1994) 682–686.

[5] S.P. Langdon, M.M. Hawkes, S.S. Lawrie, R.A. Hawkins, A.L. Tesdale, A.J. Crew, W.
R. Miller, J.F. Smyth, Oestrogen receptor expression and the effects of oestrogen
and tamoxifen on the growth of human ovarian carcinoma cell lines, Br. J.
Cancer 62 (2) (1990) 213–216.

[6] J.F. Smyth, C. Gourley, G. Walker, M.J. MacKean, A. Stevenson, A.R. Williams, A.
A. Nafussi, T. Rye, R. Rye, M. Stewart, J. McCurdy, M. Mano, N. Reed, T.
McMahon, P. Vasey, H. Gabra, S.P. Langdon, Antiestrogen therapy is active in
selected ovarian cancer cases: the use of letrozole in estrogen receptor-
positive patients, Clin. Cancer Res. 13 (12) (2007) 3617–3622.

[7] C.A. Papadimitriou, S. Markaki, J. Siapkaras, G. Vlachos, E. Efstathiou, I.
Grimani, G. Hamilos, M. Zorzou, M.A. Dimopoulos, Hormonal therapy with
letrozole for relapsed epithelial ovarian cancer. Long-term results of a phase II
study, Oncology 66 (2) (2004) 112–117.

[8] P. Pujol, J.M. Rey, P. Nirde, P. Roger, M. Gastaldi, F. Laffargue, H. Rochefort, T.
Maudelonde, Differential expression of estrogen receptor-alpha and -beta
messenger RNAs as a potential marker of ovarian carcinogenesis, Cancer Res.
58 (23) (1998) 5367–5373.

[9] P.R. Lindgren, S. Cajander, T. Backstrom, J.A. Gustafsson, S. Makela, J.I. Olofsson,
Estrogen and progesterone receptors in ovarian epithelial tumors, Mol. Cell.
Endocrinol. 221 (1–2) (2004) 97–104.

[10] T. Suzuki, Y. Miki, Y. Nakamura, K. Ito, H. Sasano, Steroid sulfatase and estrogen
sulfotransferase in human carcinomas, Mol. Cell. Endocrinol. 340 (2) (2011)
148–153.

[11] J.Y. Choi, K.M. Lee, S.K. Park, D.Y. Noh, S.H. Ahn, H.W. Chung, W. Han, J.S. Kim, S.
G. Shin, I.J. Jang, K.Y. Yoo, A. Hirvonen, D. Kang, Genetic polymorphisms of
SULT1A1 and SULT1E1 and the risk and survival of breast cancer, Cancer
Epidemiol. Biomark. Prev. 14 (5) (2005) 1090–1095.

[12] H. Hirata, Y. Hinoda, N. Okayama, Y. Suehiro, K. Kawamoto, N. Kikuno, J.T.
Rabban, L.M. Chen, R. Dahiya, CYP1A1, SULT1A1, and SULT1E1 polymorphisms
are risk factors for endometrial cancer susceptibility, Cancer 112 (9) (2008)
1964–1973.

[13] S. Cohen, Y. Laitman, B. Kaufman, R. Milgrom, U.E. Nir Friedman, SULT1E1 and
ID2 genes as candidates for inherited predisposition to breast and ovarian
cancer in Jewish women, Fam. Cancer 8 (2) (2009) 135–144.

[14] G.N. Ranadive, J.S. Mistry, K. Damodaran, M.J. Khosravi, A. Diamandi, T. Gimpel,
V.D. Castracane, S. Patel, F.Z. Stanczyk, Rapid, convenient radioimmunoassay of
estrone sulfate, Clin. Chem. 44 (2) (1998) 244–249.

[15] H.J. Ziltener, S. Maines-Bandiera, J.W. Schrader, N. Auersperg, Secretion of
bioactive interleukin-1, interleukin-6, and colony-stimulating factors by
human ovarian surface epithelium, Biol. Reprod. 49 (3) (1993) 635–641.

[16] M. Huleihel, E. Maymon, B. Piura, I. Prinsloo, D. Benharroch, I. Yanai-Inbar, M.
Glezerman, Distinct patterns of expression of interleukin-1 alpha and beta by
normal and cancerous human ovarian tissues, Eur. Cytokine Netw. 8 (2) (1997)
179–187.

[17] C.R. Wolf, I.P. Hayward, S.S. Lawrie, K. Buckton, M.A. McIntyre, D.J. Adams, A.D.
Lewis, A.R. Scott, J.F. Smyth, Cellular heterogeneity and drug resistance in two
ovarian adenocarcinoma cell lines derived from a single patient, Int. J. Cancer
39 (6) (1987) 695–702.

[18] P.A. Kruk, S.L. Maines-Bandiera, N. Auersperg, A simplified method to culture
human ovarian surface epithelium, Lab. Invest. 63 (1) (1990) 132–136.

[19] S.G. Hillier, R.A. Anderson, A.R. Williams, M. Tetsuka, Expression of oestrogen
receptor alpha and beta in cultured human ovarian surface epithelial cells,
Mol. Hum. Reprod. 4 (8) (1998) 811–815.

[20] A.P. Wilson, The development of human ovarian tumor cell lines from solid
tumors and ascites, in: R.I.F. Roswitha Pfragner (Ed.), Culture of Human Tumor
Cells, John Wiley & Sons, Inc., 2004, pp. 145–178.

[21] W.C. Song, Y. Qian, X. Sun, M. Negishi, Cellular localization and regulation of
expression of testicular estrogen sulfotransferase, Endocrinology 138 (11)
(1997) 5006–5012.

[22] R. Drolet, M. Simard, J. Plante, P. Laberge, Y. Tremblay, Human type 2 17 beta-
hydroxysteroid dehydrogenase mRNA and protein distribution in placental
villi at mid and term pregnancy, Reprod. Biol. Endocrinol. 5 (2007) 30.

[23] H.K. Lin, S. Steckelbroeck, K.M. Fung, A.N. Jones, T.M. Penning, Characterization
of a monoclonal antibody for human aldo-keto reductase AKR1C3 (type 2
3alpha-hydroxysteroid dehydrogenase/type 5 17beta-hydroxysteroid
dehydrogenase); immunohistochemical detection in breast and prostate,
Steroids 69 (13–14) (2004) 795–801.

[24] H. Sasano, T.J. Anderson, S.G. Silverberg, R.J. Santen, M. Conway, D.P. Edwards,
A. Krause, A.S. Bhatnagar, D.B. Evans, W.R. Miller, The validation of new
aromatase monoclonal antibodies for immunohistochemistry – a correlation
with biochemical activities in 46 cases of breast cancer, J. Steroid Biochem.
Mol. Biol. 95 (1-5) (2005) 35–39.

[25] S.J. Stanway, A. Purohit, L.W. Woo, S. Sufi, D. Vigushin, R. Ward, R.H. Wilson, F.Z.
Stanczyk, N. Dobbs, E. Kulinskaya, M. Elliott, B.V. Potter, M.J. Reed, R.C. Coombes,
Phase I study of STX 64 (667 Coumate) in breast cancer patients: the first study of
a steroid sulfatase inhibitor, Clin. Cancer Res. 12 (5) (2006) 1585–1592.

[26] L. Milewich, J.C. Porter, In situ steroid sulfatase activity in human epithelial
carcinoma cells of vaginal, ovarian, and endometrial origin, J. Clin. Endocrinol.
Metab. 65 (1) (1987) 164–169.

[27] T. Okuda, H. Saito, A. Sekizawa, Y. Shimizu, T. Akamatsu, M. Kushima, T.
Yanaihara, T. Okai, A. Farina, Steroid sulfatase expression in ovarian clear cell
adenocarcinoma: immunohistochemical study, Gynecol. Oncol. 82 (3) (2001)
427–434.

[28] J.C. Chura, C.H. Blomquist, H.S. Ryu, P.A. Argenta, Estrone sulfatase activity in
patients with advanced ovarian cancer, Gynecol. Oncol. 112 (1) (2009)
205–209.

[29] J.R. Pasqualini, G. Chetrite, C. Blacker, M.C. Feinstein, L. Delalonde, M. Talbi, C.
Maloche, Concentrations of estrone, estradiol, and estrone sulfate and
evaluation of sulfatase and aromatase activities in pre- and
postmenopausal breast cancer patients, J. Clin. Endocrinol. Metab. 81 (4)
(1996) 1460–1464.

[30] N.J. Bowen, L.D. Walker, L.V. Matyunina, S. Logani, K.A. Totten, B.B. Benigno, J.F.
McDonald, Gene expression profiling supports the hypothesis that human
ovarian surface epithelia are multipotent and capable of serving as ovarian
cancer initiating cells, BMC Med. Genomics 2 (2009) 71.

[31] S. Cunat, F. Rabenoelina, J.P. Daures, D. Katsaros, H. Sasano, W.R. Miller, T.
Maudelonde, P. Pujol, Aromatase expression in ovarian epithelial cancers, J.
Steroid Biochem. Mol. Biol. 93 (1) (2005) 15–24.

[32] M.A. Thompson, M.D. Adelson, L.M. Kaufman, L.D. Marshall, D.A. Coble,
Aromatization of testosterone by epithelial tumor cells cultured from patients
with ovarian carcinoma, Cancer Res. 48 (22) (1988) 6491–6497.

http://dx.doi.org/10.1016/j.jsbmb.2015.03.010
http://dx.doi.org/10.1016/j.jsbmb.2015.03.010
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0005
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0005
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0010
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0010
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0015
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0015
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0015
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0020
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0020
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0020
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0020
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0025
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0025
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0025
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0025
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0030
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0030
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0030
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0030
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0030
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0035
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0035
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0035
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0035
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0040
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0040
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0040
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0040
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0045
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0045
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0045
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0050
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0050
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0050
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0055
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0055
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0055
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0055
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0060
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0060
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0060
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0060
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0065
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0065
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0065
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0070
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0070
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0070
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0075
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0075
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0075
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0080
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0080
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0080
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0080
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0085
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0085
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0085
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0085
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0090
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0090
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0095
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0095
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0095
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0100
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0100
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0100
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0105
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0105
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0105
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0110
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0110
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0110
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0115
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0115
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0115
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0115
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0115
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0120
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0120
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0120
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0120
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0120
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0125
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0125
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0125
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0125
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0130
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0130
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0130
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0135
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0135
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0135
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0135
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0140
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0140
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0140
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0145
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0145
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0145
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0145
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0145
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0150
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0150
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0150
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0150
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0155
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0155
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0155
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0160
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0160
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0160


X. Ren et al. / Journal of Steroid Biochemistry & Molecular Biology 150 (2015) 54–63 63
[33] T. Noguchi, J. Kitawaki, T. Tamura, T. Kim, H. Kanno, T. Yamamoto, H. Okada,
Relationship between aromatase activity and steroid receptor levels in ovarian
tumors from postmenopausal women, J. Steroid Biochem. Mol. Biol. 44 (4–6)
(1993) 657–660.

[34] J. Kitawaki, T. Noguchi, T. Yamamoto, K. Yokota, K. Maeda, M. Urabe, H. Honjo,
Immunohistochemical localisation of aromatase and its correlation with
progesterone receptors in ovarian epithelial tumours, Anticancer Res. 16 (1)
(1996) 91–97.

[35] A. Imai, T. Ohno, K. Takahashi, T. Furui, T. Tamaya, Lack of evidence for
aromatase expression in human ovarian epithelial carcinoma, Ann. Clin.
Biochem. 31 (Pt 1) (1994) 65–71.

[36] K. Kaga, H. Sasano, N. Harada, M. Ozaki, S. Sato, A. Yajima, Aromatase in human
common epithelial ovarian neoplasms, Am. J. Pathol. 149 (1) (1996) 45–51.

[37] E. Gershon, A. Hourvitz, S. Reikhav, E. Maman, N. Dekel, Low expression of COX-
2, reduced cumulus expansion, and impaired ovulation in SULT1E1-deficient
mice, FASEB J. 21 (8) (2007) 1893–1901.

[38] A. Zimon, A. Erat, T. Von Wald, B. Bissell, A. Koulova, C.H. Choi, D. Bachvarov, R.
H. Reindollar, A. Usheva, Genes invoked in the ovarian transition to
menopause, Nucleic Acids Res. 34 (11) (2006) 3279–3287.

[39] K.F. Roby, C.C. Taylor, J.P. Sweetwood, Y. Cheng, J.L. Pace, O. Tawfik, D.L. Persons,
P.G. Smith, P.F. Terranova, Development of a syngeneic mouse model for events
related to ovarian cancer, Carcinogenesis 21 (4) (2000) 585–591.

[40] M.J. Laws, A. Kannan, S. Pawar, W.M. Haschek, M.K. Bagchi, I.C. Bagchi,
Dysregulated estrogen receptor signaling in the hypothalamic–pituitary–
ovarian axis leads to ovarian epithelial tumorigenesis in mice, PLoS Genet. 10
(3) (2014) e1004230.
[41] K.M. Lau, S.C. Mok, S.M. Ho, Expression of human estrogen receptor-alpha and-
beta, progesterone receptor, and androgen receptor mRNA in normal and
malignant ovarian epithelial cells, Proc. Natl. Acad. Sci. U. S. A. 96 (10) (1999)
5722–5727.

[42] A.W. Brandenberger, M.K. Tee, R.B. Jaffe, Estrogen receptor alpha (ER-alpha)
and beta (ER-beta) mRNAs in normal ovary, ovarian serous
cystadenocarcinoma and ovarian cancer cell lines: down-regulation of ER-
beta in neoplastic tissues, J. Clin. Endocrinol. Metab. 83 (3) (1998) 1025–1028.

[43] A. Bardin, N. Boulle, G. Lazennec, F. Vignon, P. Pujol, Loss of ERbeta expression
as a common step in estrogen-dependent tumor progression, Endocr. Relat.
Cancer 11 (3) (2004) 537–551.

[44] S.P. Newman, A. Purohit, M.W. Ghilchik, B.V. Potter, M.J. Reed, Regulation of
steroid sulphatase expression and activity in breast cancer, J. Steroid Biochem.
Mol. Biol. 75 (4–5) (2000) 259–264.

[45] R. Matsuoka, A. Yanaihara, H. Saito, Y. Furusawa, Y. Toma, Y. Shimizu, T.
Yanaihara, T. Okai, Regulation of estrogen activity in human endometrium:
effect of IL-1beta on steroid sulfatase activity in human endometrial stromal
cells, Steroids 67 (7) (2002) 655–659.

[46] P.A. Foster, L.W. Woo, B.V. Potter, M.J. Reed, A. Purohit, The use of steroid
sulfatase inhibitors as a novel therapeutic strategy against hormone-
dependent endometrial cancer, Endocrinology 149 (8) (2008) 4035–4042.

[47] J.M. Day, A. Purohit, H.J. Tutill, P.A. Foster, L.W. Woo, B.V. Potter, M.J. Reed, The
development of steroid sulfatase inhibitors for hormone-dependent cancer
therapy, Ann. N.Y. Acad. Sci. 1155 (2009) 80–87.

http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0165
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0165
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0165
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0165
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0170
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0170
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0170
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0170
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0175
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0175
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0175
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0180
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0180
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0185
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0185
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0185
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0190
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0190
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0190
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0195
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0195
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0195
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0200
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0200
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0200
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0200
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0205
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0205
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0205
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0205
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0210
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0210
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0210
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0210
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0215
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0215
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0215
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0220
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0220
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0220
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0225
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0225
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0225
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0225
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0230
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0230
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0230
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0235
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0235
http://refhub.elsevier.com/S0960-0760(15)00095-3/sbref0235

	Local estrogen metabolism in epithelial ovarian cancer suggests novel targets for therapy
	1 Introduction
	2 Materials and methods
	2.1 Ovarian tissues
	2.2 Cell collection and culture
	2.3 Experimental treatments
	2.4 RNA extraction
	2.5 Quantitative Taqman real-time PCR analysis
	2.6 Enzyme activity assay
	2.7 Immunohistochemistry
	2.8 Statistical analysis

	3 Results
	3.1 STS, EST, 17BHSD2, 17BHSD5 and aromatase protein expression
	3.2 STS, EST, 17BHSD1, 17BHSD2, 17BHSD5 and aromatase mRNA expression
	3.3 Estrogen receptor (ER) mRNA expression
	3.4 Estrogen metabolism
	3.5 Regulation of STS mRNA by IL1α
	3.6 IL1α regulates estrogen-metabolizing enzyme mRNAs in OSE

	4 Discussion
	Conflict of interest
	Funding
	Author contributions
	Acknowledgements
	Appendix A Supplementary data
	Appendix A Supplementary data


